A new peptide antibiotic complex, named octapeptin D, was isolated from culture broth of a microorganism belonging to the genus Bacillus. The trihydrochloride of the antibiotic was obtained as a colorless powder, soluble in water and methanol. The empirical formula, C47H88N12O11.3HCl • H2O, was indicated by elemental analysis. Amino acid analysis on the acid hydrolyzate demonstrated the presence of 2,4-diaminobutyric acid (4 moles), serine (1 mole) and leucine (3 moles). Gas chromatographic analysis with the methylated product of the ethereal extract of the acid hydrolyzate revealed the presence of /3-hydroxy isodecanoic acid, /3-hydroxy decanoic acid, /6-hydroxy isoundecanoic acid and /-hydroxyanteisoundecanoic acid. Octapeptin D is active against Gram-negative and Gram-positive bacteria in vitro and in viva. 
Taxonomic Characteristics of the Producing Microorganism
The bacterium is a moderately sized rod with rounded ends, 0.6 x 1.5-3.0 Ir in main, and produces an elliptical dormant endospore in a central to terminal position. The sporangium is definitely swollen, and the wall of the spore is thick and easily stainable. Gram staining shows clear positive at all stages.
The bacterium grows well at 25-35°C and requires oxygen for growth. Colonies on Gly-IM agar* are circular, raised, dull shiny, with a butyrous structure, and of grayish white color. On agar slants of Gly-IM, moderate, filiform growth with dull shiny surface and opaque density is observed. In broth (Gly-EM), uniform, scanty growth occurs. The bacterium produces acid but no gas from glucose.
Starch hydrolysis is negative, casein hydrolysis is positive and the VOGES PROSKAUER reaction is negative. The above results suggest that this bacterium is a Bacillus species closely related to Bacillus brevis and Bacillus cir•culans3). Since further taxonomic study has not yet been done, the bacterium has been tentatively designated as Bacillus species JP-301.
Fermentation and Isolation
Spores of the strain JP-301 were inoculated into 100 ml of a medium composed of glucose 1.0%, Table 1 ), indicated that the constituent amino acids on a molar basis are 2,4-diaminobutyric acid (4 moles), serine (1 mole) and leucine (3 moles). The hydrochloride was also hydrolyzed with constant boiling hydrochloric acid at 110°C for 1 hour and the hydrolyzate was extracted with ethyl ether. Then the ethereal extract was methylated with diazomethane and analyzed with gas chromatography. Methyl esters of four /3-hydroxy fatty acids: /3-hydroxy isodecanoic acid, /3-hydroxy decanoic acid, ihydroxy isoundecanoic acid and /3-hydroxy anteisoundecanoic acid, were identified by comparison with the respective specimens prepared in our previous studies4,5) (Fig. 2) .
Octapeptin D is active against Gram-negative and Gram-positive bacteria in vitro as shown in the antimicrobial spectrum obtained by the usual agar dilution method (Table 2 ). It exhibits a higher order of activity against Gram-negative bacteria than against Gram-positive bacteria. When octapeptin D was administered by two subcutaneous doses, given I and 5 hours postinfection, to ICR mice infected with E. coli EC-14, a therapeutic effect:
ED3o 5.0 mg/kg x 2, was observed.
Acute toxicity to the mice by intraperitoneal route was: LD50 10-50 mg/kg.
Consideration
From the above properties and the constituent amino acids and fatty acids, it is clear that octapeptin D is a new member of the octapeptin group of antibiotics2). Octapeptin A, B complex (EM 49) 6, 7) and octapeptin C8,9), are produced by microorganisms belonging to Bacillus circulars, whereas octa- 
